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Simple Summary: Vector-borne infectious zoonotic diseases are a relevant problem, not only in veteri-
nary medicine, but also in human medicine. Dogs are considered the main reservoir of these zoonoses
and sentinels for the control of these diseases that, due to the increase in temperatures due to climate
change, are becoming more and more frequent. Most of these zoonotic diseases are endemic to the
Mediterranean Basin, and knowing their prevalence in different canine breeds and other related factors
could contribute to controlling these diseases. This paper analyzes the prevalence of different infections
and coinfections of zoonotic disease in four different canine breeds, and the results obtained indicate
that the most frequent infections was Leishmania infantum, followed by Ricketsia rickesii. Changes in
the hematological and biochemical values in infected dogs of different breeds could suggest a certain
resistance against L. infantum infection in the Cirneco dell’Etna canine breed, autochthonous of Sicily.

Abstract: Dogs are considered the main reservoir of several zoonoses endemic to the Mediterranean
Basin. In this study, a prevalence of infections and coinfections of canine vector-borne diseases was
analyzed in apparently healthy dogs of different canine pure breeds in Sicily (Italy), where these
diseases are endemic. The seroprevalence of Leishmania infantum, Ricketsia ricketsii, Anaplasma phagocy-
tophilum, and Erlichia canis was assessed, as single and coinfections. Biochemical and hematological
parameters were evaluated, and epidemiological factors, including sex, age, and canine breed, were
recovered. The most frequent infection was L. infantum (45.61%), following R. ricketsii (36.84%), both
as single, double, or triple coinfections. Coinfections change the biochemical and hematological
parameters of the host, and canine breeds are related to the infection frequency and the parameters
observed during infections. Changes in the complete blood count (CBC) and biochemical values
also differ between canine breeds, with the Cirneco dell’Etna dogs infected with L. infantum being
the animals presenting the most interesting results in our study. High values of RBC, hemoglobin,
hematocrit, mean corpuscular hemoglobin (MCH), the albumin/globulin (A/G) ratio, and albumin
and low levels of β-2 globulin and γ-globulin were found only in this canine breed, suggesting some
resistance to infection in these dogs. Future studies about the immune response of this canine breed
could be interesting to determine their possible resistance to zoonotic pathogens, such as L. infantum.
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1. Introduction

Climate change effects, such as the increase in global temperature or a change in
precipitation, have important implications for infectious diseases around the world, mainly
in vector-borne diseases [1,2]. Other factors such as urbanization, deforestation, or the
abundance of reservoir hosts [3] also influence the vectors of zoonotic diseases, increasing
their prevalence from the tropics to lower latitudes [4]. These vector-borne zoonotic
diseases are caused by parasites, bacteria, or viruses transmitted by hematophagous vectors,
and their prevalence has increased in recent years in all species, including companion
animals [5].

Dogs, given their relevance as companion animals and the increase in mobility and
worldwide distribution, have contributed to the extension of vectors and canine vector-
borne diseases (CVBDs) [6] and, at the same time, could serve as efficient sentinels to
analyze the epidemiology impact of zoonoses [7]. Within CVBDs, the major public health
concern around the world is represented by leishmaniasis [8], followed by anaplasmosis,
ehrlichiosis, and rickettsiosis, endemic to the Mediterranean Basin [9,10]. In this region,
these zoonotic diseases are caused by the intracellular protozoan Leishmania infantum (order
Kinetoplastida, family Trypanosomatidae) and tick-borne bacteria Anaplasma phagocytophi-
lym, Erlichia canis (order Rickettsiales, family Anaplasmataceae), and Ricketsia ricketsii (order
Rickettsiales, family Rickettsiaceae). Although L. infantum has traditionally been consid-
ered to be transmitted by phlebotomine sandflies from the Psychodidae family [11], some
studies have reported L. infantum detection in ticks in Mediterranean countries, such as
Israel [12] or Italy [13,14], so coinfection between the pathogens transmitted by ticks is very
likely, especially in endemic areas. Some epidemiological factors could influence both the
prevalence of certain infections and the hematological changes observed. Epidemiological
factors such as sex, lifestyle, or canine breed are related to the seroprevalence of certain
pathogens [15]. The effect of canine breed has been observed in the seroprevalence of
different pathogens, such as L. infantum [16], A. phagocytophilum [17], or E. canis [18]. In fact,
susceptibility or resistance to different infections seems to be correlated with canine breed,
with certain breeds being more susceptible, such as Boxers, Doberman Pinschers, English
Cocker Spaniels, or German Shepherds [16,19,20], whereas others seem to be more resistant,
such as the Ibizan hound or Beagles [20–22], depending on the pathogen. Other canine
breeds, such as the Cirneco dell’Etna, phylogenetically close to the Ibizan hound [23] or the
St. Bernard, phylogenetically close to Retrievers [24], have never been evaluated for any
pathogen. However, studies on coinfections in apparently healthy dogs, their prevalence,
their hematological and biochemical parameters, and the epidemiological factors related to
change in these parameters are scarce. Knowing the differential values of the hematological
and biochemical parameters measured in apparently healthy dogs infected and coinfected
with these pathogens is relevant to controlling the prevalence and transmission of zoonoses,
not only in dogs as the main silent reservoir, but also in humans.

The objective of this study was to analyze the prevalence of CVBDs, the biochem-
ical and hematological changes associated with them, and the effect of canine breed in
apparently healthy dogs in Sicily, in Southern Italy.

2. Materials and Methods
2.1. Animals and Experimental Design

A total of fifty-seven owned dogs were included in this study between September
and November 2023. The pure breeds included were the Cirneco dell’Etna (n = 30), the
St. Bernard (n = 8), the English Setter (n = 8), and the English Cocker Spaniel (n = 6).
Five animal crossbreeds were also included. Animal experiments were conducted in
accordance with the Declaration of Helsinki’s ethical principles and approved by the
Animal Experimentation Ethics Committee of the Messina University (code 089/2022,
13 December 2022). Informed consent was obtained from the owners of all the participating
dogs. All the animals were bred outdoors in the same geographical area in the province of
Catania, eastern Sicily (Italy), near the slopes of the volcano Etna. The inclusion criteria
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were as follows: adult male and female dogs older than 12 months, living outdoors in
kennels (excluding pet dogs), with a complete pedigree, and included in the studbook of
each breed (for purebred dogs). The exclusion criteria were the following: a pre-existing
disease, with clinical signs, or animals receiving some type of treatment.

Epidemiological data of age, sex, breed, vaccination status, and clinical signs were
recovered. Only dogs without clinical signs were included, and they were grouped as
young (from one to three years), adults (from four to eight years) and senior (more than
eight years) [25]. Ten milliliters of whole blood from apparently healthy dogs [26] was taken
by jugular venipuncture and transferred into two tubes, one with EDTA for a complete
blood count (CBC) (Sysmex XN-1000, Japanese Sysmex company, Kobe, Japan) and total
DNA extraction, and another one without anticoagulant, for the detection of specific
parasite antibodies, serum electrophoresis (Capillarys 2, Sebia Dubai SA, Dubai, United
Arab Emirates), and a biochemistry profile (BT 3500, Biotecnica Instruments, Rome, Italy).

2.2. Parasitic, Biochemical, and Hematological Parameters

Serum samples were tested for Leishmania spp., Anaplasma phagocytophilum, Ehrlichia
canis, and Rickettsia ricketsii. IgG anti-Leishmania spp., anti-A. pahgocytophilum, anti-E. canis,
and anti-R. ricketsii antibodies were measured by the indirect immunofluorescence test (IFI),
and titers ≥ 1:80 for the Leishmania spp. and ≥1:50 for the other pathogens were considered
seropositive, following the recommendations of the manufacturer.

The complete blood count (CBC) includes red blood cells’ concentration (RBC), hemoglobin,
hematocrit, mean corpuscular volume (MCV), mean corpuscular hemoglobin (MCH), mean
corpuscular hemoglobin concentration (MCHC), white blood cells’ count (WBC), neutrophils,
lymphocytes, monocytes, eosinophils, and platelets. The biochemistry profile includes glucose,
creatinine, urea, total cholesterol, aspartate aminotransferase (AST), alanine aminotransferase
(ALT), total protein, albumin/globulin (A/G) ratio, albumin, and alpha-1, alpha-2, beta-1, and
beta-2 globulins. The biochemical and hematological parameters were considered altered when
they were outside the reference intervals, and the serum protein electrophoretic patterns were
defined in accordance with the published guidelines [27].

2.3. Blood DNA Extraction and L. infantum Real-Time Polymerase Chain Reaction

To confirm L. infantum infection, the DNA was extracted from whole blood using the Invit-
rogen PureLinkTM Genomic DNA Mini Kit (Thermo Fisher Scientific, Waltham, MA, USA), fol-
lowing the manufacturer’s instructions. The DNA was quantified using a Nanodrop spectropho-
tometer (Thermo Fisher Scientific, Waltham, MA, USA), and only samples with an A260/A280
ratio > 1.8 were used. RT-PCR was performed by the amplification of kinetoplast minicircle DNA
using the primers 5′-GGCGTTCTGCGAAAACCG-3′ and 5′-AAAATGGCATTTTCGGGCC-3′

and the TaqMan probe 5′-FAM-TGGGTGCAGAAATCCCGTTCA-3′. The reaction was carried
out in a 20 µL solution containing 0.3 µM of each primer, 0.25 µM of probe, and 20 ng of DNA.
The conditions were a first step of UNG at 50 ◦C for 150 s, a second step of denaturation for
10 min at 95 ◦C, 40 cycles of denaturation at 95 ◦C for 15 s, and annealing-polymerization at
60 ◦C for 35 s [28].

2.4. Statistical Analysis

The normality and homoscedasticity of quantitative data were checked by the Shapiro–
Wilks and Levene tests, respectively. The quantitative variables were assessed using the
t-test and the Mann–Whitney U test for normally or non-normally distributed data, re-
spectively, in variables with two categories, using ANOVA (normally distributed) or the
Kruskal–Wallis test (non-normally distributed) with more than two categories. The qualita-
tive variables were assessed using Fisher’s exact test or the chi-square test for two nominal
variables or more, respectively. A p-value < 0.05 was considered statistically significant,
and the statistical analysis was performed using the R software and the Rcmdr package.
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3. Results

Nineteen male dogs (33.33%) and thirty-eight female dogs (66.67%) were included in
this study. Regarding the age groups, twenty-seven dogs (47.37%) were young, and twenty-
one dogs (36.84%) were adult. All the animals had completed their standard vaccination,
and only three dogs (5.26%) were anti-Leishmania vaccinated.

From the 57 dogs analyzed, 44 were seropositive for one or more of the pathogens
studied (73.68%), 24 of them with a single infection (42.11%), with L. infantum being the
most common (45.61%, n = 26), followed by R. ricketsii (36.84%, n = 21), A. phagocytophilum
(24.56%, n = 14), and E. canis (3.51%, n = 2). Only 9 of the 57 dogs analyzed were positive
for L. infantum by PCR (15.79%). Double and triple coinfections were found in 31.58%
and 3.51% of the dogs, respectively, with L. infantum/R. ricketsii being the most prevalent.
E. canis infection was found only in two dogs, with a double- and triple-infection status
(Table 1). No statistical association was observed between coinfections.

Table 1. Occurrence of infections and coinfections in the dogs studied.

Type of Infection Pathogen Species Found Number of Positive Dogs (%)

Single infection

L. infantum 11 (19.30%)

R. ricketsii 7 (12.28%)

A. phagocytophilum 6 (10.53%)

E. canis 0

Total single infection 24 (42.11%)

Double infection

L. infantum + R. ricketsii 11 (17.54%)

L. infantum + A.phagocytophilum 3 (5.26%)

R. ricketsii + A.phagocytophilum 3 (5.26%)

A. phagocytophilum + E. canis 1 (1.75)

Total double infection 18 (31.58%)

Triple infection

L. infantum + R. ricketsii + A.phagocytophilum 1 (1.75%)

L. infantum + A.phagocytophilum + E. canis 1 (1.75%)

Total triple infection 2 (3.51%)

Sex, age, anti-Leishmania vaccination status, and the use of repellent did not influence
infection or coinfection. Regarding the pathogens found in the different canine breeds stud-
ied, St Bernand dogs were only infected by L. infantum, whereas all the pathogens analyzed,
except for E. canis, were found in the English Setter and English cocker Spaniel specimens.
In the crossbreed dogs, L. infantum and R. ricketsii appeared, whereas the Cirneco dell’Etna
presented all the pathogens included in this study (Table 2). Canine breed was correlated
to the presence of single and multiple infections, with the Cirneco dell’Etna breed being the
most affected by one (15.8%), two (15.8%), or three (3.5%) infections simultaneously.

Table 2. Infections found in the different canine breeds included.

Canine Breed
L. infantum Infection

(Number of Dogs/Total
Dogs)

R. ricketsii Infection
(Number of Dogs/Total

Dogs)

A. pahgocytophylum
Infection (Number of

Dogs/Total Dogs)

E. canis Infection
(Number of Dogs/Total

Dogs)

Cirneco dell’Etna 11/30 10/30 11/30 2/30

St. Bernard 7/8 0/8 0/8 0/8

English Setter 1/8 7/8 2/8 0/8

English Cocker Spaniel 6/6 3/6 1/6 0/6

Crossbred 1/5 1/5 0/5 0/5

Our CBC analysis indicated that only the MCHC presented differences between the
animals not infected, those infected by one pathogen, or those coinfected by more than
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one pathogen (Table 3), whereas the biochemical analysis showed that the two aminotrans-
ferases (AST and ALT) and the A/G ratio decreased in the dogs with three coinfection
pathogens, and the serum electrophoresis data indicated low levels of albumin and high
levels of gamma globulin in these animals (Table 4). Related to the epidemiological factors,
the female dogs showed high levels of cholesterol, whereas the male dogs had high levels
of gamma globulin. Age was correlated with different parameters evaluated in CBC, so
senior dogs had higher levels of beta-1 globulin, gamma globulin, and monocytes and
lower levels of basophiles, and adult animals showed high levels of WBC and platelets.

Table 3. Complete blood count (CBC) parameters of infected and coinfected dogs. Data shown as
mean ± SD. A different superscript indicates significant differences (p < 0.05).

CBC Parameters * Intervals [29] Not Infected One Infection Two Infections Three Infections p-Value

RBC (106/µL) 5.0–8.1 7.03 ± 0.83 6.58 ± 0.67 6.77 ± 0.79 7.06 ± 0.54 0.315

Hemoglobin (g/dL) 12.0–18.0 16.31 ± 2.09 15.12 ± 1.72 15.44 ± 2.11 15.60 ± 1.98 0.325

Hematocrit (%) 37.0–55.0 49.24 ± 6.10 43.71 ± 6.76 45.63 ± 7.85 47.55 ± 4.88 0.121

MCV (fL) 60.0–75.0 69.9 ± 3.96 66.27 ± 6.80 67.08 ± 5.65 67.25 ± 1.77 0.412

MCH (pg) 19.0–25.0 23.15 ± 0.93 22.96 ± 1.24 22.76 ± 0.94 22.05 ± 1.06 0.476

MCHC (g/dL) 32.0–36.0 33.14 ± 1.62 a 34.88 ± 2.17 b 34.06 ± 1.91 ab 32.75 ± 0.78 ab <0.05

WBC (109/L) 6.0–15.0 10.14 ± 3.70 10.02 ± 2.43 10.55 ± 3.25 7.57 ± 1.88 0.529

Neutrophils (109/L) 3.6–8.0 6.64 ± 3.40 6.07 ± 1.78 6.80 ± 2.02 3.81 ± 0.42 0.133

Lymphocytes(109/L) 0.8–4.1 2.58 ± 0.78 2.91 ± 0.95 2.80 ± 1.37 3.16 ± 2.35 0.708

Monocytes (109/L) 0.1–0.6 0.29 ± 0.19 0.67 ± 1.71 0.36 ± 0.25 0.22 ± 0.16 0.781

Eosinophils (109/L) 0.1–1.0 0.60 ± 0.46 0.72 ± 0.51 0.62 ± 0.35 0.37 ± 0.10 0.532

Platelets (103/µL) 150.0–500.0 236.25 ± 83.49 270.14 ± 131.51 260.12 ± 127.23 319.00 ± 197.99 0.861

* RBC: red blood cells’ concentration; MCV: mean corpuscular volume; MCH: mean corpuscular hemoglobin;
MCHC: mean corpuscular hemoglobin concentration; and WBC: white cells’ blood count.

Table 4. Biochemical parameters of the infected and coinfected dogs. Data shown as mean ± SD. A
different superscript in the same row indicates significant differences (p < 0.05).

Parameters Intervals [29] Not Infected One Infection Two Infections Three Infections p-Value

Glucose (mg/dL) 60.0–120.0 72.25 ± 8.14 70.95 ± 6.16 73.35 ± 11.43 70.00 ± 2.82 0.982

Creatinine (mg/dL) <2.0 1.01 ± 0.15 0.97 ± 0.18 0.94 ± 0.18 0.80 ± 0.14 0.319

Urea (mg/dL) 10.0–25.0 13.00 ± 2.78 12.95 ± 2.93 13.18 ± 3.91 14.50 ± 4.95 0.905

Cholesterol (mg/dL) 120.0–330.0 217.50 ± 61.83 227.41 ± 60.65 208.24 ± 53.34 171.50 ± 62.93 0.526

Transaminases AST (UI/L) <90.0 40.43 ± 19.50 a 49.91 ± 20.47 a 62.35 ± 29.33 b 50.00 ± 18.38 b <0.05

Transaminases ALT (UI/L) <100.0 94.50 ± 90.72 a 57.36 ± 28.08 a 70.52 ± 28.91 a 35.00 ± 4.25 b <0.05

Total protein (g/L) 5.5–7.8 5.92 ± 0.28 6.11 ± 0.36 6.17 ± 0.22 6.30 ± 0.28 0.072

A/G ratio >0.9 1.37 ± 0.30 a 1.09 ± 0.40 a 1.06 ± 0.32 a 0.78 ± 0.27 b <0.05

Serum
electrophoresis

(g/L)

Albumin 2.5–3.5 3.36 ± 0.26 a 3.04 ± 0.43 b 3.09 ± 0.40 ab 2.71 ± 0.42 ab <0.05

Alpha-1 globulin 0.2–0.5 0.40 ± 0.05 0.40 ± 0.07 0.42 ± 0.08 0.35 ± 0.07 0.501

Alpha-2 globulin 0.3–1.0 0.53 ± 0.14 0.56 ± 0.16 0.58 ± 0.11 0.60 ± 0.00 0.665

Beta-1 globulin 0.4–0.9 0.51 ± 0.12 0.59 ± 0.19 0.64 ± 0.15 0.60 ± 0.00 0.121

Beta-2 globulin 0.5–1.0 0.62 ± 0.23 0.79 ± 0.31 0.74 ± 0.19 0.65 ± 0.07 0.218

Gamma globulin 0.5–1.2 0.48 ± 0.14 a 0.70 ± 0.49 ab 0.69 ± 0.38 ab 1.35 ± 0.78 b <0.05

Tables 5 and 6 show the hematological and biochemical parameters in the dogs not
infected or doubly coinfected with different pathogens.
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Table 5. Complete blood count (CBC) parameters of non-infected and double-coinfected dogs
(L. infantum and A. phagocytophilum coinfection, L. infantum and R. ricketsii coinfection, and R. ricketsii
and A. phagocytophilum coinfection). Data shown as mean ± SD. A different superscript indicates
significant differences (p < 0.05).

CBC Parameters * Intervals [29] Not Infected L + A L + R R + A p-Value

RBC (106/µL) 5.0–8.1 7.03 ± 0.83 6.74 ± 0.61 6.91 ± 0.88 6.97 ± 0.62 0.958

Hemoglobin (g/dL) 12.0–18.0 16.31 ± 2.09 15.23 ± 1.90 15.51 ± 2.45 16.22 ± 1.14 0.741

Hematocrit (%) 37.0–55.0 49.24 ± 6.10 44.78 ± 6.24 46.14 ± 9.28 48.26 ± 2.81 0.615

MCV (fL) 60.0–75.0 69.9 ± 3.96 66.28 ± 4.56 66.28 ± 6.25 69.36 ± 2.91 0.150

MCH (pg) 19.0–25.0 23.15 ± 0.93 22.58 ± 1.00 22.36 ± 0.87 23.30 ± 0.72 0.08

MCHC (g/dL) 32.0–36.0 33.14 ± 1.62a 34.13 ± 2.24 33.92 ± 2.15 33.58 ± 1.11 0.609

WBC (109/L) 6.0–15.0 10.14 ± 3.70 10.30 ± 1.66 9.32 ± 3.25 8.92 ± 1.35 0.798

Neutrophils (109/L) 3.6–8.0 6.64 ± 3.40 5.58 ± 1.57 6.21 ± 2.01 5.35 ± 0.58 0.726

Lymphocytes (109/L) 0.8–4.1 2.58 ± 0.78 ab 3.86 ± 1.27 a 2.17 ± 1.06 b 2.61 ± 0.75 ab <0.05

Monocytes (109/L) 0.1–0.6 0.29 ± 0.19 0.43 ± 0.44 0.30 ± 0.16 0.32 ± 0.13 0.720

Eosinophils (109/L) 0.1–1.0 0.60 ± 0.46 0.63 ± 0.22 0.61 ± 0.42 0.62 ± 0.52 0.998

Platelets (103/µL) 150.0−500.0 236.25 ± 83.49 295.50 ± 97.26 253.91 ± 158.86 346.00 ± 65.66 0.275

* RBC: red blood cells’ concentration; MCV: mean corpuscular volume; MCH: mean corpuscular hemoglobin;
MCHC: mean corpuscular hemoglobin concentration; WBC: white blood cells’ count; L: L. infantum infection;
A: A. phagocytophilum infection; and R: R. ricketsii infection.

Table 6. Biochemical parameters of non-infected and double-coinfected dogs (L. infantum and
A. phagocytophilum coinfection, L. infantum and R. ricketsii coinfection, and R. ricketsii and A. phagocy-
tophilum coinfection). Data shown as mean ± SD. A different superscript in a row indicates significant
differences (p < 0.05).

Parameters * Intervals [29] Not Infected L + A L + R R + A p-Value

Glucose (mg/dL) 60.0–120.0 72.25 ± 8.14 74.75 ± 11.87 69.73 ± 8.34 76.60 ± 5.18 0.451

Creatinine (mg/dL) <2.0 1.01 ± 0.15 1.00 ± 0.18 0.88 ± 0.19 0.90 ± 0.07 0.198

Urea (mg/dL) 10.0–25.0 13.00 ± 2.78 15.00 ± 5.94 12.82 ± 3.71 12.60 ± 3.13 0.733

Cholesterol (mg/dL) 120.0–330.0 217.50 ± 61.83 156.50 ± 21.42 211.36 ± 40.45 190.60 ± 90.27 0.187

Transaminases AST (UI/L) <90.0 40.43 ± 19.50 59.75 ± 27.44 63.82 ± 31.19 42.60 ± 11.13 0.363

Transaminases ALT (UI/L) <100.0 94.50 ± 90.72 59.25 ± 22.16 73.55 ± 33.76 57.40 ± 34.63 0.560

Total protein (g/L) 5.5–7.8 5.92 ± 0.28 a 6.30 ± 0.16 ab 6.23 ± 0.21 b 6.02 ± 0.31 ab <0.05

A/G ratio >0.9 1.37 ± 0.30 a 0.91 ± 0.23 a 0.93 ± 0.29 a 1.22 ± 0.30 ab <0.05

Serum
electrophoresis

(g/L)

Albumin 2.5–3.5 3.36 ± 0.26 a 2.95 ± 0.39 ab 2.93 ± 0.40 b 3.26 ± 0.23 ab <0.05

Alpha-1 globulin 0.2–0.5 0.40 ± 0.05 0.38 ± 0.05 0.44 ± 0.09 0.38 ± 0.04 0.228

Alpha-2 globulin 0.3–1.0 0.53 ± 0.14 0.63 ± 0.05 0.61 ± 0.07 b 0.56 ± 0.18 ab 0.361

Beta-1 globulin 0.4–0.9 0.51 ± 0.12 a 0.65 ± 0.13 b 0.68 ± 0.12 b 0.56 ± 0.15 ab <0.05

Beta-2 globulin 0.5–1.0 0.62 ± 0.23 0.73 ± 0.05 0.79 ± 0.21 0.72 ± 0.15 0.254

Gamma globulin 0.5–1.2 0.48 ± 0.14 a 0.98 ± 0.62 b 0.77 ± 0.44 ab 0.52 ± 0.08 ab <0.05

* Transaminases AST: aspartate aminotransferase; transaminases ALT: alanine aminotransferase; A/G: albu-
min/globulin; L: L. infantum infection; A: A. phagocytophilum infection; and R: R. ricketsii infection.

Only the number of lymphocytes, such as in the complete blood count (CBC) parame-
ter, differed between groups. L. infantum/R. ricketsii-coinfected dogs presented lower values
of lymphocytes than dogs not infected or coinfected by R. ricketsii/A. phagocytophilum, and
coinfection by L. infantum/A. phagocytophylum was related to high levels of lymphocytes
(Figure 1).



Animals 2024, 14, 1516 7 of 18Animals 2024, 14, x FOR PEER REVIEW 7 of 19 
 

 
Figure 1. CBC parameters that differ in non-infected and double-coinfected dogs. L + R: L. infantum 
and R. ricketsii coinfection; L + A: L. infantum and A. phagocytophilum coinfection; R + A: R. ricketsii 
and A. phagocytophilum coinfection; and A/G ratio: albumin/globulin ratio. Data shown as mean ± 
SD. 

Several changes were observed in the biochemical parameters evaluated according 
to the coinfections found. Coinfections increased the total protein values, mainly when 
the coinfection was L. infantum/R. ricketsii. The albumin/globulin (A/G) ratio and beta-1 
globulin decreased in all coinfections, and this effect was mainly observed with L. infantum 
presence. Similar results were observed for the albumin and gamma globulin values, 
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The individual analysis of the infective pathogens revealed that, out of the epidemi-
ological data, only canine breed was related to different pathogens’ infection. While A. 
pahgocytophilum and E. canis infection was not related to canine breed, R. ricketsii infection 
depended on the breed, with a high prevalence in the English Cocker Spaniel and English 
Setter dogs. Similarly, L. infantum infection was higher in the English Cocker Spaniel and 
St. Bernard dogs (p < 0.05). Related to the parameters analyzed, several changes were ob-
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Figure 1. CBC parameters that differ in non-infected and double-coinfected dogs. L + R: L. infantum
and R. ricketsii coinfection; L + A: L. infantum and A. phagocytophilum coinfection; R + A: R. ricketsii and
A. phagocytophilum coinfection; and A/G ratio: albumin/globulin ratio. Data shown as mean ± SD.

Several changes were observed in the biochemical parameters evaluated according
to the coinfections found. Coinfections increased the total protein values, mainly when
the coinfection was L. infantum/R. ricketsii. The albumin/globulin (A/G) ratio and beta-1
globulin decreased in all coinfections, and this effect was mainly observed with L. infantum
presence. Similar results were observed for the albumin and gamma globulin values,
which decreased in all coinfections, with lower albumin levels for L. infantum/R. ricketsii
coinfection and gamma globulin levels for L. infantum/A. phagocytophilum coinfection
(Figure 2).

The individual analysis of the infective pathogens revealed that, out of the epidemi-
ological data, only canine breed was related to different pathogens’ infection. While A.
pahgocytophilum and E. canis infection was not related to canine breed, R. ricketsii infection
depended on the breed, with a high prevalence in the English Cocker Spaniel and English
Setter dogs. Similarly, L. infantum infection was higher in the English Cocker Spaniel and
St. Bernard dogs (p < 0.05). Related to the parameters analyzed, several changes were
observed in L. infantum infection, both in the CBC (Figure 3) and in the biochemical values
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(Figure 4). A. pahgocytophilum infection increased the glucose and platelets, whereas R.
ricketsii infection was correlated with an increase in AST transaminases.
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Infected dogs of a different age or sex presented the same parameters, whereas the
hematological and biochemical data differed according to canine breed and pathogen. The
Cirneco dell’Etna dogs infected with L. infantum or R. ricketsii showed higher values of
RBC, hemoglobin, and hematocrit than the dogs of other breeds. L. infantum infection in
Cirneco dell’Etna dogs also increased the MCV and MCH values and decreased the MCHC
according to the data found in the other breeds. On the contrary, the Cirneco dell’Etna dogs
infected with R. ricketsii or A. phagocytophilum showed lower values of WBC, neutrophils,
and lymphocytes. This last infection also decreased the MCH in this canine breed (Table 7).
This canine breed also presented biochemical parameters different to those of other breeds,
mainly in L. infantum-infected animals. Their values of urea, AST aminotransferase, the
A/G ratio, and albumin were higher than those of other canine breeds, and beta-2 globulin
and gamma globulin were lower. R. ricketsii-infected dogs of this breed showed higher
values of AST aminotransferase, and A. phagocytophilum-infected dogs presented higher
levels of alpha-2 globulin than other canine breeds. In the St. Bernard dogs, higher levels
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of creatinine and cholesterol and low levels of alpha-2 globulin were found in L. infantum
and R. ricketsii infections, respectively, compared to other canine breeds. English Cocker
Spaniel dogs had lower values of urea and AST aminotransferase in the L. infantum-infected
animals and lower values of total protein and AST aminotransferase during R. ricketsii
infection than other canine breeds (Table 8).
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Table 7. Complete blood count (CBC) parameters in infected dogs according to canine breed. Data shown as mean ± SD. A different superscript in the same row
indicates significant differences (p < 0.05).

CBC Parameters * Intervals [29]
L. infantum Infection R. ricketsii Infection A. phagocytophilum Infection

Cirneco
dell’Etna

English Cocker
Spaniel St. Bernard p-Value Cirneco

dell’Etna
English Cocker

Spaniel English Setter p-Value Cirneco
dell’Etna English Setter p-Value

RBC (106/µL) 5.0–8.1 7.20 ± 0.71 a 6.14 ± 0.48 b 6.41 ± 0.85 ab <0.05 7.40 ± 0.68 a 6.14 ± 0.36 b 6.34 ± 0.29 b <0.05 6.99 ± 0.52 6.26 ± 0.58 0.09

Hemoglobin (g/dL) 12.0–18.0 16.53 ± 1.81 a 13.30 ± 0.88 b 13.96 ± 1.83 b <0.05 17.21 ± 1.57 a 13.07 ± 0.75 b 15.09 ± 0.78 b <0.05 16.15 ± 1.21 15.00 ± 1.41 0.252

Hematocrit (%) 37.0–55.0 50.02 ± 6.05 a 36.47 ± 2.79 b 37.30 ± 4.38 b <0.05 52.60 ± 5.67 a 35.80 ± 2.46 b 44.99 ± 2.28 c <0.05 48.18 ± 2.73 44.45 ± 4.45 0.126

MCV (fL) 60.0–75.0 69.43 ± 3.44 a 59.38 ± 1.54 b 58.36 ± 3.16 b <0.05 71.08 ± 4.17 a 58.23 ± 0.96 b 70.94 ± 1.56 a <0.05 69.00 ± 2.39 71.00 ± 0.57 0.279

MCH (pg) 19.0–25.0 22.95 ± 0.73 a 21.68 ± 0.61 b 21.80 ± 1.09 b <0.05 23.26 ± 0.74 a 21.27 ± 0.12 b 23.79 ± 0.73 a <0.05 23.10 ± 0.79 23.95 ± 0.07 <0.05

MCHC (g/dL) 32.0–36.0 33.10 ± 1.51 a 36.50 ± 0.50 b 37.37 ± 1.46 b <0.05 32.89 ± 1.50 a 36.50 ± 0.44 b 33.53 ± 0.34 a <0.05 33.46 ± 0.97 33.75 ± 0.21 0.696

WBC (109/L) 6.0–15.0 9.02 ± 1.82 10.24 ± 3.41 9.99 ± 3.05 0.605 8.32 ± 1.89 a 9.02 ± 4.76 ab 12.98 ± 2.65 b <0.05 9.01 ± 1.40 15.64 ± 2.55 <0.05

Neutrophils (109/L) 3.6–8.0 5.49 ± 1.34 6.51 ± 2.16 6.10 ± 2.41 0.654 5.50 ± 1.35 a 5.90 ± 2.90 ab 8.04 ± 1.82 b <0.05 5.36 ± 1.07 10.01 ± 1.80 <0.05

Lymphocytes (109/L) 0.8–4.1 2.57 ± 1.13 3.21 ± 1.57 2.59 ± 0.66 0.792 1.97 ± 0.65 a 2.54 ± 1.92 ab 4.02 ± 1.23 b <0.05 2.70 ± 0.94 4.90 ± 1.15 <0.05

Monocytes (109/L) 0.1–0.6 0.35 ± 0.27 0.15 ± 0.09 0.41 ± 0.19 0.054 0.31 ± 0.10 0.20 ± 0.11 0.24 ± 0.21 0.472 0.43 ± 0.25 0.14 ± 0.04 0.135

Eosinophils (109/L) 0.1–1.0 0.68 ± 0.32 0.34 ± 0.11 0.86 ± 0.71 0.061 0.53 ± 0.19 0.36 ± 0.06 0.64 ± 0.20 0.134 0.59 ± 0.36 0.55 ± 0.37 0.843

Platelets (103/µL) 150.0–500.0 319.63 ± 205.62 228.00 ± 76.23 212.71 ± 59.88 0.528 235.50 ± 180.76 218.67 ± 69.92 273.29 ± 47.26 0.798 337.18 ± 89.61 247.50 ± 0.71 0.199

* RBC: red blood cells’ concentration; MCV: mean corpuscular volume; MCH: mean corpuscular hemoglobin; MCHC: mean corpuscular hemoglobin concentration; and WBC: white
blood cells’ count.
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Table 8. Biochemical parameters in infected dogs according to canine breed. Data shown as mean ± SD. A different superscript in the same row indicates significant
differences (p < 0.05).

Parameters * (Units) Intervals [29]

L. infantum Infection R. ricketsii Infection A. phagocytophilum Infection

Cirneco dell’Etna English Cocker
Spaniel St. Bernard p-Value Cirneco dell’Etna English Cocker

Spaniel English Setter p-Value Cirneco dell’Etna English Setter p-Value

Glucose (mg/dL) 60.0–120.0 70.09 ± 9.331 78.00 ± 8.29 68.71 ± 2.06 0.051 69.50 ± 12.83 76.00 ± 6.56 69.29 ± 5.22 0.152 76.09 ± 9.65 71.00 ± 9.90 0.508

Creatinine (mg/dL) <2.0 0.90 ± 0.16 a 0.75 ± 0.08 a 1.16 ± 0.11 b <0.05 0.90 ± 0.16 0.77 ± 0.12 0.99 ± 0.12 0.08 0.92 ± 0.14 1.10 ± 0.14 0.120

Urea (mg/dL) 10.0–25.0 14.18 ± 4.40 a 10.17 ± 0.41 b 13.14 ± 3.24 ab <0.05 14.30 ± 3.77 10.00 ± 0.00 13.71 ± 2.14 0.06 14.18 ± 4.19 13.50 ± 0.71 0.829

Cholesterol (mg/dL) 120.0–330.0 196.73 ± 50.23 a 185.17 ± 41.77 a 255.86 ± 25.86 b <0.05 233.70 ± 48.97 186.67 ± 20.60 233.57 ± 71.05 0.422 193.27 ± 76.95 211.50 ± 85.56 0.844

Transaminases AST(UI/L) <90.0 65.18 ± 30.61 a 33.83 ± 5.08 b 49.00 ± 7.16 c <0.05 73.90 ± 32.91 a 35.00 ± 5.29 b 57.57 ± 15.28 ab <0.05 49.27 ± 20.25 76.50 ± 13.44 0.100

Transaminases ALT (UI/L) <100.0 62.36 ± 28.91 47.33 ± 4.03 44.57 ± 10.21 0.619 77.50 ± 34.89 49.33± 1.53 70.71 ± 15.76 0.209 53.45 ± 26.92 73.00 ± 16.97 0.352

Total protein (g/L) 5.5–7.8 6.15 ± 0.24 6.45 ± 0.31 6.34 ± 0.18 0.053 77.50 ± 34.89 ab 49.33 ± 1.53 a 70.71 ± 15.76 b <0.05 6.09 ± 0.26 6.00 ± 0.42 0.679

A/G ratio >0.9 1.06 ± 0.30 a 0.71 ± 0.26 b 0.78 ± 0.18 b <0.05 1.24 ± 0.27 a 0.63 ± 0.15 b 1.39 ± 0.38 a <0.05 1.13 ± 0.31 1.40 ± 0.32 0.295

Serum electrophoresis (g/L)

Albumin 2.5–3.5 3.09 ± 0.33 a 2.58 ± 0.47 b 2.74 ± 0.30 b <0.05 3.29 ± 0.23 a 2.47 ± 0.29 b 3.33 ± 0.28 a <0.05 3.16 ± 0.34 3.45 ± 0.07 0.307

Alpha-1 globulin 0.2–0.5 0.42 ± 0.08 0.38 ± 0.08 0.43 ± 0.05 0.418 0.40 ± 0.08 0.40 ± 0.10 0.43 ± 0.08 0.749 0.38 ± 0.04 0.40 ± 0.00 0.529

Alpha-2 globulin 0.3–1.0 0.63 ± 0.09 0.62 ± 0.04 0.66 ± 0.14 0.909 0.57 ± 0.11 a 0.60 ± 0.00 a 0.39 ± 0.07 b <0.05 0.57 ± 0.12 0.35 ± 0.07 <0.05

Beta-1 globulin 0.4–0.9 0.67 ± 0.14 0.67 ± 0.10 0.76 ± 0.17 0.419 0.59 ± 0.17 ab 0.73 ± 0.06 a 0.43 ± 0.08 b <0.05 0.59 ± 0.14 0.45 ± 0.07 0.195

Beta-2 globulin 0.5–1.0 0.69 ± 0.12 a 0.92 ± 0.17 b 1.01 ±0.41 b <0.05 0.70 ± 0.18 a 1.03 ± 0.15 b 0.53 ± 0.08 a <0.05 0.69 ± 0.12 0.55 ± 0.07 0.150

Gamma globulin 0.5–1.2 0.64 ± 0.45 a 1.30 ± 0.72 b 0.77 ± 0.26 b <0.05 0.42 ± 0.16 a 1.23 ± 0.35 b 0.71 ± 0.39 a <0.05 0.65 ± 0.44 0.75 ± 0.21 0.269

* Transaminases AST: aspartate aminotransferase; transaminases ALT: alanine aminotransferase; and A/G ratio: albumin/globulin ratio.
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4. Discussion

The results of the present work showed a high prevalence of single and double
infections by zoonotic pathogens in apparently healthy dogs, with a higher prevalence
of L. infantum infection. Canine breed seemed to influence L. infantum and R. ricketsii
infection, making it so that these two pathogens had a high occurrence in English Cocker
Spaniel dogs. Infection with L. infantum was also elevated in St. Bernard dogs, whereas the
number of English Setter dogs infected with R. ricketsii was higher than that of the other
breeds. Furthermore, the infective pathogen determined the hematological and biochemical
parameters in the apparently healthy dogs, with differences between the canine breeds.
The Cirneco dell’Etna dogs were the canine breed with the most different values in terms
of the hematological and biochemical parameters in infected dogs, mainly with L. infantum
infection, and the hematological and biochemical changes depended on the number of
infections and the pathogens responsible for the infection in all the animals included. In
agreement with other studies carried out in this region, the number of dogs with one or
more infections was elevated [30]. The high seroprevalence of L. infantum infection found
agrees with data observed in other reported studies on Mediterranean areas such as the
Balearic Islands [31] or Central Italy [32]. The differences observed between the different
Leishmania detection methods could be explain due to the fact that anti-Leishmania antibodies
seemed to increase after the sandfly season, whereas, according to other detection methods,
this parameter does not change, probably because the humoral immune response is more
sensible to re-exposure [33]. The seroprevalence of R. ricketsii and A. phagocytophilum
infection was similar to data observed in private kennels in this region [30]. E. canis
infection was lower and always appeared in double or triple coinfections. Similar results
have been found in Iran [34], whereas other authors have reported a higher prevalence
of E. canis and a lower prevalence of A. phagocytophilum [35,36]. Serological cross-reaction
exists in these two species but not in the other pathogens studied [37], so these results could
be the result of this cross-reaction.

The most common double coinfection was L. infantum/R. ricketsii (17.54%). Although
phlebotomine sandflies have been considered the main vector of the Leishmania spp. in
dogs and humans [38], different studies have found the DNA of L. infantum in Ripichephalus
sanguineus [39,40] and Ixodes ricinus ticks [41,42] in the Mediterranean Basin. Given that
these two tick species are related to R. ricketsii infection in dogs and humans [43,44], the high
number of coinfections found with these two parasites could be due to the simultaneous
transmission of both through the same vector. Like sandflies, the number of ticks and their
human affinity increase with warmer temperatures [45]; therefore, climate change and the
associated increase in temperatures will most likely increase the cases of these zoonoses
in humans.

The number of infections changed the hematological and biochemical parameters, so
MCHC and transaminases increased in the animals presenting more than one pathogen, and
gamma globulin increased when three pathogens were simultaneously present. However,
since the number of animals with three simultaneous infections was low (n = 2), we must
take this result with caution and carry out more studies to corroborate it. The effect
of the hematological parameters in coinfections has been observed previously in dogs
infected with A. platys and/or E. canis, increasing anemia and thrombocytopenia [46].
Thrombocytopenia is common in single Anaplasma spp. infections or in coinfections with
other pathogens [47], and other hematological abnormalities related to anemia and the
increase in transaminases are common in coinfected dogs with clinical signs [48]. Low
A/G ratios and hypergammaglobulinemia are typically found in Leishmania spp. infections
with clinical signs [49], and this abnormality increases with coinfections [50], whereas
hypergammaglobulinemia has not been observed in apparently healthy animals infected
only by A. phagocytophilum [51]. Although there are few studies on the hematological and
biochemical values in apparently healthy dogs coinfected with the pathogens studied,
our results seem to indicate that coinfections increase the abnormalities in some of these
parameters, which could accelerate the appearance of clinical signs.
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While neither age nor sex were relevant factors for the appearance of infections and/or
coinfections, the dog breed was a determining factor for L. infantum and R. ricketsii infection,
being most prevalent in the English Cocker Spaniel dogs. Differences in the seroprevalence
of L. infantum infection between canine breeds have been reported previously, with a
high prevalence in Boxers, Dobermann Pinschers [16], and English Cocker Spaniels [52],
according to our results. In this paper, we also found a high prevalence, for the first
time, in the St. Bernard breed, classified in group two of the Federation Cynologique
Internationale (FCI) [53], together with Boxers and Dobermann Pinschers, canine breeds
with a high seroprevalence of L. infantum infection [16]. Related to R. ricketsii infection, no
data about a different prevalence in canine breeds exist, but several studies have reported
a differential prevalence according to lifestyle (outdoor more than indoor) [54,55] and
crossbreeds compared to pure breeds (more prevalent in the former) [56].

L. infantum infection decreased the hematocrit, hemoglobin, A/G ratio, albumin, total
protein, and ALT transaminase and increased alpha-2, beta-1, beta-2, and gamma globulins
in apparently healthy dogs. These results are in agreement with [57] who reported the
same changes between seropositive healthy and sick dogs. The above-mentioned authors
did not find differences in the eosinophil and MCH values, whereas our results showed an
increase in these parameters in the infected dogs. A review published by [58] explained
how increases in eosinophils’ function and number are related to a high protection against
different pathogens, including the Leishmania spp., which could explain the high values of
eosinophils in infected dogs.

Previous studies have related coinfections with A. platys and E. canis and double or
triple coinfections to a decrease in platelets [46,59]. Our results showed that A. phago-
cytophilum infection increased glucose and platelets, whereas R. ricketsii infection was
correlated with an increase in transaminases. These results could explain why A. platys
infects platelets while the target cells of A. phagocytophilum are neutrophils [60]. Increase
in AST transaminase related to parasite infection have been observed previously in cattle
infected with the Anaplasma spp. [61], probably as the first sign of poor liver function.

The analysis of pathogen infection and the epidemiological data showed that sex and
age did not change the biochemical and hematological parameters, which were the same
for female and male dogs and for young, adult, and elder animals. However, the Cirneco
dell’Etna dogs presented different values during L. infantum, R. ricketsii, and A. phagocy-
tophilum infection. The most relevant changes were related to L. infantum infection, during
which these animals had high values of RBC, hemoglobin, hematocrit, MCH, A/G ratio,
and albumin and low values of beta-2 globulin and gamma globulin. Previous studies
carried out in other greyhound breeds reported that greyhounds have higher hematocrit
and hemoglobin concentrations [62] as well as higher MCH levels and MCHCs [63]. Al-
though these studies were conducted in healthy dogs, these results could have indicated
that greyhounds have different hematological and/or biochemical parameters compared
to other canine breeds, so further studies with a high number of infected and non-infected
Cirneco dell’Etna dogs are necessary to elucidate whether these differences are due to the
canine breed or infection by different parasites. Our results found that these parameters
differ significantly from the results published based on healthy and sick infected dogs [57],
which could indicate resistance to this infection in this breed or a greater ability to control
the clinical signs. Less arresting were the differences found in this dog breed in infections
with the other pathogens studied, even if the R. ricketsii-infected dogs had surprisingly
high levels of RBC, hemoglobin, and hematocrit, which could have indicated a certain
ability of this dog breed to control intracellular infections. The mechanisms to control
Leishmania spp. and Rickettsia spp. infections are similar and involve several cytokines
related to the Th1 immune response, such as interferon gamma (IFN-γ) [64,65], tumor
necrosis factor-alpha [66,67], and other interleukins. These cytokines, mainly IFN-γ, play a
relevant role in macrophage activation via nitric oxide, as in vitro and in vivo studies have
demonstrated [68]. The cell membrane receptor of IFN-γ in macrophages stimulates the
JAK-STA-1 pathway [69], and the activation of macrophages via IFN-γ regulates positively
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MHC II, increases ROS and NOS production, and induces autophagy for intracellular
pathogens’ elimination [70]. In fact, high serum levels of IFN-γ and haplotypes in genes
encoding this cytokine have been related to resistance to L. infantum infection in Ibizan
hound dogs [71,72]. No studies have been conducted in Cirneco dell’Etna dogs related to
cytokines serum levels, immune response, and resistance to intracellular infection. In view
of the results found in this study, and given that this breed has genomic similarities with
the Ibizan hound [23], a more exhaustive analysis of this dog breed regarding its immune
response to infections would be interesting.

5. Conclusions

L. infantum and R. ricketsii infections were the most prevalent infections in dogs
in Sicily (Italy), both as single infections and as coinfections together or with another
pathogen. The occurrence of the pathogens studied, as well as the abnormal biochemical
and hematological parameters, differed between canine breeds. These values changed
with single, double, or triple coinfections, indicating that, in apparently healthy dogs,
certain changes had already been detected if there were coinfections, probably because the
presence of another pathogen or pathogens hindered the host’s immune capacity to control
the primary infection. Changes in CBC and biochemical values also differed between
canine breeds, with the Cirneco dell’Etna dogs infected with L. infantum being the animals
with the most interesting results. High values of RBC, hemoglobin, hematocrit, MCH, A/G
ratio, and albumin and low levels of beta-2 globulin and gamma globulin were found in
the Cirneco dell’Etna dogs infected with L. infantum, and these results were not found in
the other canine breeds. These results could indicate a great ability to control the clinical
signs related to infection and a better immune system response in this canine breed. A
possible limitation of this study is the limited number of animals included in it, so it would
be interesting to carry out new studies with a larger number of individuals, mainly from
the native Cirneco dell’Etna breed. Inasmuch as this breed is genetically related to the
Ibizan hound, traditionally considered resistant to Leishmania spp. infection, studies on the
immune response of this native breed of the Sicilian region would be interesting to evaluate
its ability to control infection.
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in Ticks Collected in Israel: II. Bacteria and Protozoa Found in Rhipicephalus Sanguineus Sensu Lato and Rhipicephalus Turanicus.
Ticks Tick-Borne Dis. 2022, 13, 101986. [CrossRef]

13. Pennisi, M.-G.; Persichetti, M.-F.; Serrano, L.; Altet, L.; Reale, S.; Gulotta, L.; Solano-Gallego, L. Ticks and Associated Pathogens
Collected from Cats in Sicily and Calabria (Italy). Parasit. Vectors 2015, 8, 512. [CrossRef] [PubMed]

14. Persichetti, M.-F.; Solano-Gallego, L.; Serrano, L.; Altet, L.; Reale, S.; Masucci, M.; Pennisi, M.-G. Detection of Vector-Borne
Pathogens in Cats and Their Ectoparasites in Southern Italy. Parasit. Vectors 2016, 9, 247. [CrossRef]

15. Selim, A.; Alanazi, A.D.; Sazmand, A.; Otranto, D. Seroprevalence and Associated Risk Factors for Vector-Borne Pathogens in
Dogs from Egypt. Parasit. Vectors 2021, 14, 175. [CrossRef] [PubMed]

16. Edo, M.; Marín-García, P.J.; Llobat, L. Is the Prevalence of Leishmania Infantum Linked to Breeds in Dogs? Characterization of
Seropositive Dogs in Ibiza. Animals 2021, 11, 2579. [CrossRef] [PubMed]

17. Preyß-Jägeler, C.; Müller, E.; Straubinger, R.K.; Hartmann, K. Prevalence of Antibodies against Borrelia Burgdorferi, Anaplasma
Phagocytophilum, and Leptospira Interrogans Serovars in Bernese Mountain Dogs. Tierärztliche Praxis Ausgabe K Kleintiere
Heimtiere 2016, 44, 77–85. [CrossRef]

18. Bai, L.; Goel, P.; Jhambh, R.; Kumar, P.; Joshi, V.G. Molecular Prevalence and Haemato-Biochemical Profile of Canine Monocytic
Ehrlichiosis in Dogs in and around Hisar, Haryana, India. J. Parasit. Dis. 2017, 41, 647–654. [CrossRef]

19. Martinod, S.; Laurent, N.; Moreau, Y. Resistance and Immunity of Dogs against Babesia Canis in an Endemic Area. Vet. Parasitol.
1986, 19, 245–254. [CrossRef]

20. Nyindo, M.; Huxsoll, D.L.; Ristic, M.; Kakoma, I.; Brown, J.L.; Carson, C.A.; Stephenson, E.H. Cell-Mediated and Humoral
Immune Responses of German Shepherd Dogs and Beagles to Experimental Infection with Ehrlichia Canis. Am. J. Vet. Res. 1980,
41, 250–254.

21. Álvarez, L.; Marín-García, P.-J.; Llobat, L. Serum Levels and Genetic Variations of Cytokines in Two Canine Breeds (Ibizan Hound
and Boxer) in the Mediterranean Region, in Terms of Leishmania Infantum Infection. Comp. Immunol. Microbiol. Infect. Dis. 2022,
90–91, 101908. [CrossRef] [PubMed]

22. de Vasconcelos, T.C.B.; Furtado, M.C.; Belo, V.S.; Morgado, F.N.; Figueiredo, F.B. Canine Susceptibility to Visceral Leishmaniasis:
A Systematic Review upon Genetic Aspects, Considering Breed Factors and Immunological Concepts. Infect. Genet. Evol. 2019,
74, 103293. [CrossRef] [PubMed]

23. Bionda, A.; Cortellari, M.; Liotta, L.; Crepaldi, P. The Shepherd and the Hunter: A Genomic Comparison of Italian Dog Breeds.
Animals 2023, 13, 2438. [CrossRef] [PubMed]

24. Vonholdt, B.M.; Pollinger, J.P.; Lohmueller, K.E.; Han, E.; Parker, H.G.; Quignon, P.; Degenhardt, J.D.; Boyko, A.R.; Earl, D.A.;
Auton, A.; et al. Genome-Wide SNP and Haplotype Analyses Reveal a Rich History Underlying Dog Domestication. Nature 2010,
464, 898–902. [CrossRef] [PubMed]

25. Creevy, K.E.; Grady, J.; Little, S.E.; Moore, G.E.; Strickler, B.G.; Thompson, S.; Webb, J.A. 2019 AAHA Canine Life Stage Guidelines.
J. Am. Anim. Hosp. Assoc. 2019, 55, 267–290. [CrossRef] [PubMed]

26. Solano-Gallego, L.; Miró, G.; Koutinas, A.; Cardoso, L.; Pennisi, M.G.; Ferrer, L.; Bourdeau, P.; Oliva, G.; Baneth, G.; The LeishVet
Group. LeishVet Guidelines for the Practical Management of Canine Leishmaniosis. Parasit Vectors 2011, 4, 86. [CrossRef]
[PubMed]

https://doi.org/10.1111/nyas.13950
https://www.ncbi.nlm.nih.gov/pubmed/30120891
https://doi.org/10.1093/femsle/fnx244
https://doi.org/10.1056/NEJMra2200092
https://www.ncbi.nlm.nih.gov/pubmed/36416768
https://doi.org/10.1016/j.vetpar.2011.07.012
https://doi.org/10.1016/j.vetpar.2009.03.028
https://www.ncbi.nlm.nih.gov/pubmed/19403239
https://doi.org/10.1016/s1471-4922(00)01856-0
https://doi.org/10.1016/j.jcpa.2015.10.179
https://www.ncbi.nlm.nih.gov/pubmed/26687277
https://doi.org/10.2807/ese.15.10.19505-en
https://www.ncbi.nlm.nih.gov/pubmed/20403308
https://doi.org/10.1186/s13071-020-04153-8
https://doi.org/10.3390/microorganisms10091858
https://doi.org/10.1371/journal.pntd.0004349
https://doi.org/10.1016/j.ttbdis.2022.101986
https://doi.org/10.1186/s13071-015-1128-3
https://www.ncbi.nlm.nih.gov/pubmed/26445916
https://doi.org/10.1186/s13071-016-1534-1
https://doi.org/10.1186/s13071-021-04670-0
https://www.ncbi.nlm.nih.gov/pubmed/33752744
https://doi.org/10.3390/ani11092579
https://www.ncbi.nlm.nih.gov/pubmed/34573545
https://doi.org/10.15654/TPK-140962
https://doi.org/10.1007/s12639-016-0860-8
https://doi.org/10.1016/0304-4017(86)90072-5
https://doi.org/10.1016/j.cimid.2022.101908
https://www.ncbi.nlm.nih.gov/pubmed/36410071
https://doi.org/10.1016/j.meegid.2017.10.005
https://www.ncbi.nlm.nih.gov/pubmed/28987807
https://doi.org/10.3390/ani13152438
https://www.ncbi.nlm.nih.gov/pubmed/37570247
https://doi.org/10.1038/nature08837
https://www.ncbi.nlm.nih.gov/pubmed/20237475
https://doi.org/10.5326/JAAHA-MS-6999
https://www.ncbi.nlm.nih.gov/pubmed/31622127
https://doi.org/10.1186/1756-3305-4-86
https://www.ncbi.nlm.nih.gov/pubmed/21599936


Animals 2024, 14, 1516 17 of 18

27. Corrigan, R. Fundamentals of Veterinary Clinical Pathology, 2nd Edition. Can. Vet. J. 2011, 52, 161.
28. Castelli, G.; Bruno, F.; Reale, S.; Catanzaro, S.; Valenza, V.; Vitale, F. Molecular Diagnosis of Leishmaniasis: Quantification of

Parasite Load by a Real-Time PCR Assay with High Sensitivity. Pathogens 2021, 10, 865. [CrossRef] [PubMed]
29. Moritz, A.; Fickenscher, Y.; Meyer, K.; Failing, K.; Weiss, D.J. Canine and Feline Hematology Reference Values for the ADVIA 120

Hematology System. Vet. Clin. Pathol. 2004, 33, 32–38. [CrossRef]
30. Pennisi, M.-G.; Caprì, A.; Solano-Gallego, L.; Lombardo, G.; Torina, A.; Masucci, M. Prevalence of Antibodies against Rickettsia

Conorii, Babesia Canis, Ehrlichia Canis, and Anaplasma Phagocytophilum Antigens in Dogs from the Stretto Di Messina Area
(Italy). Ticks Tick Borne Dis. 2012, 3, 315–318. [CrossRef]

31. Gálvez, R.; Montoya, A.; Cruz, I.; Fernández, C.; Martín, O.; Checa, R.; Chicharro, C.; Migueláñez, S.; Marino, V.; Miró, G. Latest
Trends in Leishmania Infantum Infection in Dogs in Spain, Part I: Mapped Seroprevalence and Sand Fly Distributions. Parasit.
Vectors 2020, 13, 204. [CrossRef]

32. Rombolà, P.; Barlozzari, G.; Carvelli, A.; Scarpulla, M.; Iacoponi, F.; Macrì, G. Seroprevalence and Risk Factors Associated with
Exposure to Leishmania Infantum in Dogs, in an Endemic Mediterranean Region. PLoS ONE 2021, 16, e0244923. [CrossRef]

33. Fernández-Bellon, H.; Solano-Gallego, L.; Rodríguez-Cortés, A.; Ferrer, L.; Gallego, M.; Alberola, J.; Ramis, A. Little Evidence of
Seasonal Variation of Natural Infection by Leishmania Infantum in Dogs in Spain. Vet. Parasitol. 2008, 155, 32–36. [CrossRef]

34. Ansari-Mood, M.; Khoshnegah, J.; Mohri, M.; Rajaei, S.M. Seroprevalence and Risk Factors of Ehrlichia Canis Infection among
Companion Dogs of Mashhad, North East of Iran, 2009–2010. J. Arthropod. Borne Dis. 2015, 9, 184–194.

35. Ebani, V.V. Serological Survey of Ehrlichia Canis and Anaplasma Phagocytophilum in Dogs from Central Italy: An Update
(2013–2017). Pathogens 2019, 8, 3. [CrossRef]

36. Piantedosi, D.; Neola, B.; D’Alessio, N.; Di Prisco, F.; Santoro, M.; Pacifico, L.; Sgroi, G.; Auletta, L.; Buch, J.; Chandrashekar, R.;
et al. Seroprevalence and Risk Factors Associated with Ehrlichia Canis, Anaplasma Spp., Borrelia Burgdorferi Sensu Lato, and D.
Immitis in Hunting Dogs from Southern Italy. Parasitol. Res. 2017, 116, 2651–2660. [CrossRef]

37. de Sousa Oliveira, T.M.F.; Furuta, P.I.; de Carvalho, D.; Machado, R.Z. A Study of Cross-Reactivity in Serum Samples from Dogs
Positive for Leishmania Sp., Babesia Canis and Ehrlichia Canis in Enzyme-Linked Immunosorbent Assay and Indirect Fluorescent
Antibody Test. Rev. Bras. Parasitol. Vet. 2008, 17, 7–11. [CrossRef]

38. Killick-Kendrick, R. The Biology and Control of Phlebotomine Sand Flies. Clin. Dermatol. 1999, 17, 279–289. [CrossRef]
39. Dantas-Torres, F.; Lorusso, V.; Testini, G.; de Paiva-Cavalcanti, M.; Figueredo, L.A.; Stanneck, D.; Mencke, N.; Brandão-Filho, S.P.;

Alves, L.C.; Otranto, D. Detection of Leishmania Infantum in Rhipicephalus Sanguineus Ticks from Brazil and Italy. Parasitol. Res.
2010, 106, 857–860. [CrossRef] [PubMed]

40. Solano-Gallego, L.; Rossi, L.; Scroccaro, A.M.; Montarsi, F.; Caldin, M.; Furlanello, T.; Trotta, M. Detection of Leishmania Infantum
DNA Mainly in Rhipicephalus Sanguineus Male Ticks Removed from Dogs Living in Endemic Areas of Canine Leishmaniosis.
Parasit. Vectors 2012, 5, 98. [CrossRef] [PubMed]

41. Salvatore, D.; Aureli, S.; Baldelli, R.; Di Francesco, A.; Tampieri, M.P.; Galuppi, R. Molecular Evidence of Leishmania Infantum in
Ixodes Ricinus Ticks from Dogs and Cats, in Italy. Vet. Ital. 2014, 50, 307–312. [CrossRef]

42. Trotta, M.; Nicetto, M.; Fogliazza, A.; Montarsi, F.; Caldin, M.; Furlanello, T.; Solano-Gallego, L. Detection of Leishmania Infantum,
Babesia Canis, and Rickettsiae in Ticks Removed from Dogs Living in Italy. Ticks Tick Borne Dis. 2012, 3, 294–297. [CrossRef]

43. Dantas-Torres, F. The Brown Dog Tick, Rhipicephalus Sanguineus (Latreille, 1806) (Acari: Ixodidae): From Taxonomy to Control.
Vet. Parasitol. 2008, 152, 173–185. [CrossRef] [PubMed]

44. Walker, J.; Keirans, J.; Horak, I. The Genus Rhipicephalus (Acari, Ixodidae): A Guide to the Brown Ticks of the World; Cambridge
University Press: Cambridge, UK, 2000; ISBN 978-0-521-48008-6.

45. Parola, P.; Socolovschi, C.; Jeanjean, L.; Bitam, I.; Fournier, P.-E.; Sotto, A.; Labauge, P.; Raoult, D. Warmer Weather Linked to Tick
Attack and Emergence of Severe Rickettsioses. PLoS Negl. Trop. Dis. 2008, 2, e338. [CrossRef] [PubMed]

46. Gaunt, S.; Beall, M.; Stillman, B.; Lorentzen, L.; Diniz, P.; Chandrashekar, R.; Breitschwerdt, E. Experimental Infection and
Co-Infection of Dogs with Anaplasma Platys and Ehrlichia Canis: Hematologic, Serologic and Molecular Findings. Parasit. Vectors
2010, 3, 33. [CrossRef]

47. de Caprariis, D.; Dantas-Torres, F.; Capelli, G.; Mencke, N.; Stanneck, D.; Breitschwerdt, E.B.; Otranto, D. Evolution of Clinical,
Haematological and Biochemical Findings in Young Dogs Naturally Infected by Vector-Borne Pathogens. Vet. Microbiol. 2011, 149,
206–212. [CrossRef] [PubMed]

48. Bouzouraa, T.; René-Martellet, M.; Chêne, J.; Attipa, C.; Lebert, I.; Chalvet-Monfray, K.; Cadoré, J.-L.; Halos, L.; Chabanne, L.
Clinical and Laboratory Features of Canine Anaplasma Platys Infection in 32 Naturally Infected Dogs in the Mediterranean Basin.
Ticks Tick Borne Dis. 2016, 7, 1256–1264. [CrossRef] [PubMed]

49. Almeida, M.A.O.D.; Jesus, E.E.V.; Sousa-Atta, M.L.B.; Alves, L.C.; Berne, M.E.A.; Atta, A.M. Clinical and Serological Aspects of
Visceral Leishmaniasis in Northeast Brazilian Dogs Naturally Infected with Leishmania Chagasi. Vet. Parasitol. 2005, 127, 227–232.
[CrossRef] [PubMed]

50. Andrade, G.B.; Barreto, W.T.G.; dos Santos, L.L.; Ribeiro, L.R.R.; de Macedo, G.C.; de Sousa, K.C.M.; André, M.R.; Machado, R.Z.;
Herrera, H.M. Pathology of Dogs in Campo Grande, MS, Brazil Naturally Co-Infected with Leishmania Infantum and Ehrlichia
Canis. Rev. Bras. Parasitol. Vet. 2014, 23, 509–515. [CrossRef]

51. Ravnik, U.; Bajuk, B.P.; Lusa, L.; Tozon, N. Serum Protein Profiles, Circulating Immune Complexes and Proteinuria in Dogs
Naturally Infected with Anaplasma Phagocytophilum. Vet. Microbiol. 2014, 173, 160–165. [CrossRef]

https://doi.org/10.3390/pathogens10070865
https://www.ncbi.nlm.nih.gov/pubmed/34358015
https://doi.org/10.1111/j.1939-165x.2004.tb00347.x
https://doi.org/10.1016/j.ttbdis.2012.10.026
https://doi.org/10.1186/s13071-020-04081-7
https://doi.org/10.1371/journal.pone.0244923
https://doi.org/10.1016/j.vetpar.2008.04.009
https://doi.org/10.3390/pathogens8010003
https://doi.org/10.1007/s00436-017-5574-z
https://doi.org/10.1590/s1984-29612008000100002
https://doi.org/10.1016/s0738-081x(99)00046-2
https://doi.org/10.1007/s00436-010-1722-4
https://www.ncbi.nlm.nih.gov/pubmed/20127362
https://doi.org/10.1186/1756-3305-5-98
https://www.ncbi.nlm.nih.gov/pubmed/22613502
https://doi.org/10.12834/VetIt.83.1222.2
https://doi.org/10.1016/j.ttbdis.2012.10.031
https://doi.org/10.1016/j.vetpar.2007.12.030
https://www.ncbi.nlm.nih.gov/pubmed/18280045
https://doi.org/10.1371/journal.pntd.0000338
https://www.ncbi.nlm.nih.gov/pubmed/19015724
https://doi.org/10.1186/1756-3305-3-33
https://doi.org/10.1016/j.vetmic.2010.10.006
https://www.ncbi.nlm.nih.gov/pubmed/21106311
https://doi.org/10.1016/j.ttbdis.2016.07.004
https://www.ncbi.nlm.nih.gov/pubmed/27426437
https://doi.org/10.1016/j.vetpar.2004.10.010
https://www.ncbi.nlm.nih.gov/pubmed/15710523
https://doi.org/10.1590/S1984-29612014081
https://doi.org/10.1016/j.vetmic.2014.07.007


Animals 2024, 14, 1516 18 of 18

52. França-Silva, J.C.; da Costa, R.T.; Siqueira, A.M.; Machado-Coelho, G.L.L.; da Costa, C.A.; Mayrink, W.; Vieira, E.P.; Costa, J.S.;
Genaro, O.; Nascimento, E. Epidemiology of Canine Visceral Leishmaniosis in the Endemic Area of Montes Claros Municipality,
Minas Gerais State, Brazil. Vet. Parasitol. 2003, 111, 161–173. [CrossRef]

53. Pinscher and Schnauzer—Molossoid and Swiss Mountain and Cattledogs. Available online: https://fci.be/en/nomenclature/2-
Pinscher-and-Schnauzer-Molossoid-and-Swiss-Mountain-and-Cattledogs-61.html#61 (accessed on 12 December 2023).

54. Obaidat, M.M.; Alshehabat, M.A. Zoonotic Anaplasma Phagocytophilum, Ehrlichia Canis, Dirofilaria Immitis, Borrelia Burgdor-
feri, and Spotted Fever Group Rickettsiae (SFGR) in Different Types of Dogs. Parasitol. Res. 2018, 117, 3407–3412. [CrossRef]

55. Torres-Castro, M.; Reyes-Novelo, E.; Bolio-González, M.; Lugo-Caballero, C.; Dzul-Rosado, K.; Colunga-Salas, P.; Sánchez-Montes,
S.; Noh-Pech, H.; Puerto, F.I.; Rodríguez-Vivas, R.I. Epidemiological Study of the Occurrence of Typhus Group Rickettsia Natural
Infection in Domiciliated Dogs from a Rural Community in South-Eastern Mexico. Animals 2022, 12, 2885. [CrossRef]

56. Barradas, P.F.; Vilhena, H.; Oliveira, A.C.; Granada, S.; Amorim, I.; Ferreira, P.; Cardoso, L.; Gärtner, F.; de Sousa, R. Serological
and Molecular Detection of Spotted Fever Group Rickettsia in a Group of Pet Dogs from Luanda, Angola. Parasit. Vectors 2017,
10, 271. [CrossRef]

57. Baxarias, M.; Jornet-Rius, O.; Donato, G.; Mateu, C.; Alcover, M.M.; Pennisi, M.G.; Solano-Gallego, L. Signalment, Immunological
and Parasitological Status and Clinicopathological Findings of Leishmania-Seropositive Apparently Healthy Dogs. Animals 2023,
13, 1649. [CrossRef]

58. Rodríguez, N.E.; Wilson, M.E. Eosinophils and Mast Cells in Leishmaniasis. Immunol. Res. 2014, 59, 129–141. [CrossRef] [PubMed]
59. Boonhoh, W.; Sontigun, N.; Fungwithaya, P.; Wongtawan, T. Hematological Analysis of Naturally Infecting Blood Parasites in

Dogs. Vet. World 2023, 16, 681–686. [CrossRef] [PubMed]
60. Atif, F.A.; Mehnaz, S.; Qamar, M.F.; Roheen, T.; Sajid, M.S.; Ehtisham-Ul-Haque, S.; Kashif, M.; Ben Said, M. Epidemiology,

Diagnosis, and Control of Canine Infectious Cyclic Thrombocytopenia and Granulocytic Anaplasmosis: Emerging Diseases of
Veterinary and Public Health Significance. Vet. Sci. 2021, 8, 312. [CrossRef] [PubMed]

61. Otim, C.; Wilson, A.J.; Campbell, R.S.F. A Comparative study of experimental anaplasmosis in Bos indicus and Bos taurus cattle.
Aust. Vet. J. 1980, 56, 262–266. [CrossRef]

62. Mesa-Sanchez, I.; Zaldivar-Lopez, S.; Couto, C.G.; Gamito-Gomez, A.; Granados-Machuca, M.M.; Lopez-Villalba, I.; Galan-
Rodriguez, A. Haematological, Blood Gas and Acid-Base Values in the Galgo Español (Spanish Greyhound). J. Small Anim. Pract.
2012, 53, 398–403. [CrossRef]

63. Scarpa, P.; Ruggerone, B.; Gironi, S.; Vitiello, T.; Paltrinieri, S. Haematological and Biochemical Reference Intervals in Healthy
Racing and Retired Italian Greyhounds. Acta Vet. Hung. 2020, 68, 71–78. [CrossRef]

64. Li, H.; Jerrells, T.R.; Spitalny, G.L.; Walker, D.H. Gamma Interferon as a Crucial Host Defense against Rickettsia Conorii In Vivo.
Infect. Immun. 1987, 55, 1252–1255. [CrossRef]

65. Murray, H.W.; Luster, A.D.; Zheng, H.; Ma, X. Gamma Interferon-Regulated Chemokines in Leishmania Donovani Infection in
the Liver. Infect. Immun. 2017, 85, e00824-16. [CrossRef] [PubMed]

66. Feng, H.M.; Walker, D.H. Interferon-Gamma and Tumor Necrosis Factor-Alpha Exert Their Antirickettsial Effect via Induction of
Synthesis of Nitric Oxide. Am. J. Pathol. 1993, 143, 1016–1023. [PubMed]

67. Nacy, C.A.; Meierovics, A.I.; Belosevic, M.; Green, S.J. Tumor Necrosis Factor-Alpha: Central Regulatory Cytokine in the Induction
of Macrophage Antimicrobial Activities. Pathobiology 1991, 59, 182–184. [CrossRef]

68. Corradin, S.B.; Mauël, J. Phagocytosis of Leishmania Enhances Macrophage Activation by IFN-Gamma and Lipopolysaccharide.
J. Immunol. 1991, 146, 279–285. [CrossRef]

69. Gurjar, D.; Kumar Patra, S.; Bodhale, N.; Lenka, N.; Saha, B. Leishmania Intercepts IFN-γR Signaling at Multiple Levels in
Macrophages. Cytokine 2022, 157, 155956. [CrossRef]

70. Kak, G.; Raza, M.; Tiwari, B.K. Interferon-Gamma (IFN-γ): Exploring Its Implications in Infectious Diseases. Biomol. Concepts
2018, 9, 64–79. [CrossRef] [PubMed]

71. Álvarez, L.; Marín-García, P.-J.; Rentero-Garrido, P.; Martinez-Jimenez, C.P.; Llobat, L. Interleukin 6 and Interferon Gamma
Haplotypes Are Related to Cytokine Serum Levels in Dogs in an Endemic Leishmania Infantum Region. Infect. Dis. Poverty 2023,
12, 9. [CrossRef]

72. Ordeix, L.; Silva, J.E.D.S.; Llull, J.; Quirola, P.; Montserrat-Sangrà, S.; Martínez-Orellana, P.; Solano-Gallego, L. Histological and
Immunological Description of the Leishmanin Skin Test in Ibizan Hounds. J. Comp. Pathol. 2018, 158, 56–65. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1016/s0304-4017(02)00351-5
https://fci.be/en/nomenclature/2-Pinscher-and-Schnauzer-Molossoid-and-Swiss-Mountain-and-Cattledogs-61.html#61
https://fci.be/en/nomenclature/2-Pinscher-and-Schnauzer-Molossoid-and-Swiss-Mountain-and-Cattledogs-61.html#61
https://doi.org/10.1007/s00436-018-6033-1
https://doi.org/10.3390/ani12202885
https://doi.org/10.1186/s13071-017-2216-3
https://doi.org/10.3390/ani13101649
https://doi.org/10.1007/s12026-014-8536-x
https://www.ncbi.nlm.nih.gov/pubmed/24838146
https://doi.org/10.14202/vetworld.2023.681-686
https://www.ncbi.nlm.nih.gov/pubmed/37235169
https://doi.org/10.3390/vetsci8120312
https://www.ncbi.nlm.nih.gov/pubmed/34941839
https://doi.org/10.1111/j.1751-0813.1980.tb05719.x
https://doi.org/10.1111/j.1748-5827.2012.01235.x
https://doi.org/10.1556/004.2020.00006
https://doi.org/10.1128/iai.55.5.1252-1255.1987
https://doi.org/10.1128/IAI.00824-16
https://www.ncbi.nlm.nih.gov/pubmed/27795366
https://www.ncbi.nlm.nih.gov/pubmed/8213997
https://doi.org/10.1159/000163640
https://doi.org/10.4049/jimmunol.146.1.279
https://doi.org/10.1016/j.cyto.2022.155956
https://doi.org/10.1515/bmc-2018-0007
https://www.ncbi.nlm.nih.gov/pubmed/29856726
https://doi.org/10.1186/s40249-023-01058-3
https://doi.org/10.1016/j.jcpa.2017.11.004

	Introduction 
	Materials and Methods 
	Animals and Experimental Design 
	Parasitic, Biochemical, and Hematological Parameters 
	Blood DNA Extraction and L. infantum Real-Time Polymerase Chain Reaction 
	Statistical Analysis 

	Results 
	Discussion 
	Conclusions 
	References

